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Table S2. Amino acids predicted to be under diversifying and directional selection. BF = Bayes Factor, p = probability, pp = posterior probability. 
Residues in Table 1 in bold. 

 
 

Residue STS1 Diversifying Directional Domain Motif Selection (DEPS) 
FEEDS (p) BEB (p) DEPS (BF) FADE (pp) MEDS (p) 

22 S 0.0048           
45 V     237.7 (L45V)    MADS 5B, 6B Frequency-dependent 
47 V     489 (I47V)  0.0008 (V) MADS 11A, 1A, 2B Convergent evolution/repeated subs 
55 Y     8341.9 (F55S)    MADS 4A Partial selective sweeps 
57 Y    1 (F)  MADS 4A  
63 S     1792.2 (T63S) 1 (S)   I 8A Partial selective sweeps 
65 S     102.6 (S65P)  0.0016 (S) I 8A Convergent evolution/repeated subs 
88 S 0.0039       I 10B  
91 I 0.0085       K none  
92 D 0.0007       K none  
94 I 0.0008       K none  
99 D 0.0054       K none  

103 I < 0.00001       K none  
104 E 0.0074       K none  
123 M   0.89-0.99   0.0087 (M) K 10A, 8B, 3A  
124 I 0.0013       K 10A, 8B, 3A  
130 N 0.0008       K 9A  
132 L       0.00073 (I) K 9A  
135 L     192.2 (I135V)  0.00087 (V) K 9A Partial selective sweeps 
138 K 0.0084       K none  
139 L       0.0023 (L) K none  
141 E      1 (E) 0.00012 (E) K none  
147 V   0.94-0.99 172.2 (K147V) 0.99 (V)   K none Convergent evolution/repeated subs 
149 N      0.98 (T)   K none  
158 K 0.0084       K 9A  
164 L    0.98 (V)  K none  
168 D 0.0054       K none  
169 I       0.0014 (I) K none  
178 L    1 (M)  C none  
181 G 0.0006       C none  
184 P     813.6 (H184Q)    C none Partial selective sweeps 
187 D 0.0052       C none  
189 A <0.00001       C none  
202 H 0.0059       C none  
204 N 0.0008       C none  


